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Video S1. The solubility of minoxidil at 7.5 mg.ml-1 in water for injection, 10% (v/v) ethanol, 

and 10% (v/v) dimethylsulfoxide (DMSO) is illustrated by pipetting.  

 

Fig. S1. Uncropped immunoblots from Fig. 3. The full uncropped blots presented in Fig. 3 are 

provided: (A) the initial blot developed after probing for PLOD1, and (B) the second blot 

developed after the PLOD1 blot in (A) was re-probed for β-actin.  

 

Fig. S2. Steady-state mRNA transcript abundance of cytosolic sulfotransferases. (A) The 

steady-state mRNA transcript abundance of cytosolic transferases Sult1a1, Sult1c1, Sult1c2, 

Sult1d1, Sult5a1, and Sult5a1 was determined by real-time RT-PCR in mRNA extracts from 

the lungs of mouse pups exposed either to 21% O2 (blue closed circles) or 85% O2 (orange 

closed squares) for the first 14 days of postnatal life. Data reflect mean ΔCT  S.D (n=3 mice 

per group). Statistical comparisons were made using a one-way ANOVA with a Tukey’s  post 

hoc test. (B) Sult1b1, Sult1e1, and Sult2a1 were not detected in mRNA from mouse lungs, 

however, could be detected in mRNA from the mouse liver, gut, or testis. N.D., not detected. 

 

Fig S3.  Steady-state mRNA transcript abundance of KATP subunits. The steady-state mRNA 

transcript abundance of mRNA encoding the pore-forming KATP subunits Kcnj8 and Kcnj11, 

and the sulfonylurea receptor subunits Abcc8 and Abcc9 were profiled using real-time RT-PCR 

in mRNA extracts from the lungs of mouse pups exposed either to 21% O2 (blue closed circles) 

or 85% O2 (orange closed squares) for the first 14 days of postnatal life, as well as from adult 

(three month old) mouse lungs (closed green triangles). Data reflect mean ΔCT  S.D (n=3 

mice per group). Statistical comparisons were made using a one-way ANOVA with a Tukey’s 

post hoc test.  
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Fig. S4. Steady-state mRNA transcript abundance of Plod1, Plod2, and Plod3 in NIH/3T3 cells 

treated with minoxidil or minoxidil sulfate. The steady-state mRNA transcript abundance of 

Plod1, Plod2, and Plod3 mRNA were profiled using real-time RT-PCR in mRNA extracts from 

NIH/3T3 cells treated with vehicle (V, water for injection), or minoxidil (M) or minoxidil 

sulfate (MS) at concentrations of either 0.1 mM or 1.0 mM. Data reflect mean ΔCT  S.D (n=3 

samples per group, each sample consisting of a pool of two wells of separate cultures). 

Statistical comparisons were made using a one-way ANOVA with a Tukey’s post hoc test.  

 

Fig. S5. Steady-state mRNA transcript abundance of Plod1, Plod2, and Plod3 in NIH/3T3 cells 

treated with pharmacological modulators of cytosolic sulfotransferase pathway enzymes. The 

steady-state mRNA transcript abundance of Plod1, Plod2, and Plod3 mRNA transcripts were 

profiled using real-time RT-PCR in mRNA extracts from NIH/3T3 cells treated with vehicle 

(V, water for injection), 50 mM sodium chlorate (C), 5 mM acetaminophen (A), or 1 µM 

2,4-dichloro-6-nitrophenol (D) for 1 h, prior to the addition of 1 mM minoxidil (M). CM, AM, 

and DM reflect a combination of the respective compound with minoxidil. The dashed line 

represents the position of the minoxidil alone bar, presented in Fig. S4. Data reflect mean ΔCT 

 S.D (n=3 samples per group, each sample consisting of a pool of two wells of separate 

cultures). 
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